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Abstract 
To clarify the causal role of age at menarche in depressive symptoms we conducted a Mendelian 
randomization study using a large Southern Chinese cohort (n=12,233). A genetic allele score 
was derived using stepwise regression with cross validation. Older age at menarche was not 
associated with geriatric depression scale score. Our findings suggest that higher rates of 
depression in women are likely attributable to other factors which require investigation. 
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1. Introduction 
Women have higher risk of depression than men (Riecher-Rossler, 2017), possibly due to 
differences in social roles and norms, vulnerability to adverse life events, or estrogen (Kuehner, 
2017; Piccinelli and Wilkinson, 2000). Observations concerning the relation of age at menarche, 
a proxy for estrogen exposure (on the basis of similar associations with breast and endometrial 
cancer risk (Collaborative Group on Hormonal Factors in Breast Cancer, 2012; Day et al., 2017; 
Rossouw et al., 2002)), with depression are mixed (Herva et al., 2004; Joinson et al., 2013; Wang 
et al., 2016). These discrepancies may be due to short-term effects, contextually specific effects, 
or confounding by childhood adiposity and lower socioeconomic position (SEP). Specifically, 
obesity increases leptin whereas lower SEP may provide cues for inducing earlier initiation of 
reproduction, all of which may lead to earlier age at menarche (Al-Sahab et al., 2010; Villamor 
and Jansen, 2016). Randomized controlled trials (RCTs) of age at menarche are impossible. 
Trials of one mediating pathway, i.e., estrogen, are inconclusive (Demetrio et al., 2011; Gleason 
et al., 2015). To address this question, Mendelian randomization offers a way forward as this 
design uses genetic variants associated with age at menarche randomly allocated at conception 
and hence is less susceptible to confounding by childhood adiposity or SEP (Lawlor et al., 2008). 
The most recent Mendelian randomization study only addressed the effect of age at menarche on 
depressive symptoms in adolescence (Sequeira et al., 2017), uncertainty exists as to whether age 
at menarche has long-term effects on adult depression. To clarify we conducted a Mendelian 
randomization study of age at menarche on depressive symptoms among older Chinese women. 
 Given later age at menarche is associated with taller height (Onland-Moret et al., 2005), we 
considered height as a positive control outcome (Lipsitch et al., 2010). 
 
2. Methods  
The Guangzhou Biobank Cohort Study (GBCS) is an ongoing collaboration of Guangzhou 
Number 12 Hospital, the Universities of Hong Kong and Birmingham, UK, which has been 
described in detail elsewhere (Jiang et al., 2006). Age at menarche was recorded in years (as per 
the Gregorian calendar and related interpretation of age), rounded to the nearest year (e.g., 13 
years represents the onset of menarche from 12 years 6 months to 13 years 5 months) (Heys et al., 
2007). Depressive symptoms were assessed by the Chinese version of the 15-item Geriatric 
Depression Scale (GDS) which has been used before in Chinese (Lin et al., 2014).   
 
The Guangzhou Medical Ethics Committee of the Chinese Medical Association approved GBCS, 
including the use of genetic data. All participants gave written, informed consent prior to 
participation.  
 
2.1 Deoxyribonucleic acid (DNA) extraction and single nucleotide polymorphism (SNP) analysis 
DNA was extracted at Guangzhou Number 12 Hospital from buffy coat previously stored at -
80°C using a magnetic bead extraction procedure (MagPure Blood DNA Mini Kit). DNA 
concentrations were checked by Nanodrop (Thermoscientific, USA). For DNA concentrations 
<15 ng/µl, a silica-based column method was also used to re-extract DNA manually (HiPure 
 Blood DNA Mini Kit). Almost all (92%) of the DNA samples passed quality control before 
genotyping. Genotyping was performed using the MassARRAY Sequenom platform (San Diego, 
CA, USA) at the Beijing Genomics Institute, Beijing. The average genotyping call rate of these 
SNPs was 98%. 
 
2.2 Genetic Instruments 
A priori, we selected 12 SNPs previously reported strongly associated with age at menarche 
which vary in East Asian populations, including rs13357391, rs1859345, rs2348186 and 
rs7701979 (SPOCK), rs17268785 (CCDC85A), rs2090409, rs4452860, rs7861820 (9q31.2 
region) and rs314276, rs369065, rs4946651, rs7759938 (LIN28B) (Dvornyk and Waqar-ul-Haq, 
2012), because no genome wide association study (GWAS) of age at menarche in East Asians 
was available when we conducted the study. Correlations between SNPs are from SNP 
Annotation and Proxy Search (http://www.broad.mit.edu/mpg/snap/ldsearchpw.php) using the 
HapMap (release #22, JPT+CHB) reference. For SNPs in linkage disequilibrium (r
2≥0.8), the 
SNP with a larger p-value was discarded. rs13357391 and rs7701979 were discarded because of 
correlation with rs1859345 and rs7759938 because of correlation with rs4946651. The remaining 
9 SNPs were considered for inclusion in a genetic allele score to reduce the likelihood of weak 
instrument bias (Lawlor et al., 2008). The same approach has been used in our previous study 
(Au Yeung et al., 2017). 
 
The outcome was GDS score for depressive symptoms.  
 2.3 Statistical analysis 
We tested Hardy-Weinberg equilibrium at the SNP locus on a contingency table of observed-
versus-predicted frequencies with an exact test. SNPs which deviated from equilibrium were 
discarded. We used stepwise linear regression to find a parsimonious set of SNPs which 
predicted age at menarche, with significance set at 0.20, as previously (Zhao et al., 2014). To 
reduce the likelihood of false positive in the selection of SNPs based on one sample, we used 10-
fold cross validation (k=10) (Schonlau, 2005). The F-statistic for age at menarche on genetic 
score was obtained, a value ≥10 indicates weak instrument bias is unlikely (Lawlor et al., 2008). 
We used analysis of variance to assess whether genetically estimated age at menarche was 
associated with potential confounders. We conducted instrumental variable analysis using 2 stage 
least squares, with the genetic score as the instrument, to assess the associations of age at 
menarche with GDS score and height. For comparison, we also present estimates from 
multivariable linear regression, adjusting for education, and recruitment phase (model 1) and 
additionally adjusting for age, smoking, alcohol use, physical activity, and job type (model 2). 
 
All statistical analyses were conducted using Stata 13.1 (StataCorp LP, College Station, Texas, 
USA). 
 
3. Results 
Among 22,054 women in GBCS, 12,679 had at least one SNP after excluding correlated SNPs. 
rs369065 and rs2348186 deviated from Hardy Weinberg equilibrium (p=0.04 and p<0.001 
 respectively) and were discarded. rs314276 was discarded as only 8,068 women (63%) had this 
SNP. From the stepwise regression with cross validation, rs17268785 (CCDC85A), rs1859345 
(SPOCK), rs2090409 (9q31.2 region), rs4452860 (9q31.2 region) and rs4946651 (LIN28B) 
predicted age at menarche with a p value of ≤0.20 in at least 5 of the datasets and were used in 
the genetic allele score (F-statistic 19.9, n=12,290). The mean age at menarche in this cohort was 
14.95 years with standard deviation 2.0. 
 
Genetically estimated age at menarche was not associated with age, smoking, physical activity, 
education, or job type, but was associated with alcohol use, with a very small difference, as 
shown in our previous study (Au Yeung et al., 2017). Observationally older age at menarche was 
associated with higher GDS score (Table 1) in model 1 but not in model 2. Using Mendelian 
randomization, older age at menarche was not clearly associated with GDS score, but was 
associated with taller height. Repeating the analyses without rs2090409 and rs4452860, which 
did not replicate well in the cross validation, showed directionally similar results although 
estimates had wider confidence intervals. Repeating the analysis excluding the samples with re-
extraction (10%) did not change the conclusion from the Mendelian randomization analysis (data 
not shown). 
 
4. Discussion 
This Mendelian randomization study showed that age at menarche was not clearly associated 
with depressive symptoms although we cannot rule out such an association. Consistent with 
these findings, estrogen is not clearly associated with depressive symptoms in RCTs (Demetrio 
 et al., 2011; Gleason et al., 2015), or Mendelian randomization study (Au Yeung et al., 2016). As 
such, other means to reduce the gender inequalities in mental health are required.  
 
We used Mendelian randomization in a large sample, but limitations exist. First, Mendelian 
randomization studies have stringent assumptions. The SNPs were selected a priori from a 
previous GWAS of age at menarche, and are related to other phenotypes, such as diabetes 
(CCDC85A), proteoglycan (SPOCL) and cancer (9q31.2 and LIN28B) but these conditions are 
not known to be directly associated with depressive symptoms. In addition, we could not include 
all SNPs from previous GWAS (Perry et al., 2014). Second, age at menarche was based on recall 
although high correlations between recalled and actual age at menarche have been found (Must 
et al., 2002). Third, Mendelian randomization studies can be underpowered although our study 
showed the expected relation with height. Finally, not all SNPs were available for all GBCS 
participants. However, our estimates would only be biased if genotype determined follow up, 
which was unlikely. 
 
Our study does not provide strong evidence that age at menarche, possibly an indication of 
estrogen exposure, contributes to higher rates of depression in women. The difference is likely to 
be attributable to other factors, such as structural gender inequities, which require investigation 
in further studies. 
 
 
 Funding 
The Guangzhou Biobank Cohort Study was supported by the University of Hong Kong 
Foundation for Development and Research (Hong Kong, China); the University of Hong Kong 
University Research Committee Strategic Research Theme of Public Health (Hong Kong, China); 
Bureau of Guangzhou Science and Technology (Grant 2012J5100041; 2013J4100031), and the 
University of Birmingham (Birmingham, United Kingdom). This sub-study was supported by the 
Health and Medical Research Fund (#12132281), Food and Health Bureau, Hong Kong SAR, 
People’s Republic of China. The funders had no role in the study design, data collection and 
analysis, the decision to publish, or preparation of the manuscript. 
 
Conflict of interest 
Dr Au Yeung reports no disclosures. 
Dr Jiang reports no disclosures. 
Prof Cheng is affiliated to Department of General Practice at Peking University Health Science 
Centre in addition to his appointment at University of Birmingham. The latter receives support 
from Pfizer China to support the training of family doctors (approximately US$100,000 a year 
for 2014-16). 
Dr Xu reports no disclosures. 
Dr Zhang reports no disclosures. 
Prof Lam reports no disclosures. 
 Prof Leung reports no disclosures. 
Dr Schooling reports no disclosures. 
 
Acknowledgments  
The Guangzhou Biobank Cohort Study investigators include: Guangzhou No. 12 Hospital--Dr. 
Zhang WS, Prof. Jiang CQ (Co-Principal Investigator (PI)); University of Hong Kong-Dr. C. M. 
Schooling, Prof. R Fielding, Prof. GM Leung, Prof. TH Lam (Co-PI); University of 
Birmingham--Dr. G. N. Thomas, Prof. P Adab, Prof. KK Cheng (Co-PI).  
 
References 
Al-Sahab, B., Ardern, C.I., Hamadeh, M.J., Tamim, H., 2010. Age at menarche in Canada: results from 
the National Longitudinal Survey of Children & Youth. BMC Public Health 10, 736. 
Au Yeung, S.L., Jiang, C., Cheng, K.K., Xu, L., Zhang, W., Lam, T.H., Leung, G.M., Schooling, C.M., 
2017. Age at menarche and cardiovascular risk factors using Mendelian randomization in the Guangzhou 
Biobank Cohort Study. Prev Med. 
Au Yeung, S.L., Jiang, C., Cheng, K.K., Zhang, W., Lam, T.H., Leung, G.M., Schooling, C.M., 2016. 
Genetically predicted 17beta-estradiol, cognitive function and depressive symptoms in women: A 
Mendelian randomization in the Guangzhou Biobank Cohort Study. Prev Med 88, 80-85. 
Collaborative Group on Hormonal Factors in Breast Cancer, 2012. Menarche, menopause, and breast 
cancer risk: individual participant meta-analysis, including 118 964 women with breast cancer from 117 
epidemiological studies. Lancet Oncol 13, 1141-1151. 
Day, F.R., Thompson, D.J., Helgason, H., Chasman, D.I., Finucane, H., Sulem, P., Ruth, K.S., Whalen, S., 
Sarkar, A.K., Albrecht, E., Altmaier, E., Amini, M., Barbieri, C.M., Boutin, T., Campbell, A., Demerath, 
E., Giri, A., He, C., Hottenga, J.J., Karlsson, R., Kolcic, I., Loh, P.R., Lunetta, K.L., Mangino, M., Marco, 
B., McMahon, G., Medland, S.E., Nolte, I.M., Noordam, R., Nutile, T., Paternoster, L., Perjakova, N., 
Porcu, E., Rose, L.M., Schraut, K.E., Segre, A.V., Smith, A.V., Stolk, L., Teumer, A., Andrulis, I.L., 
Bandinelli, S., Beckmann, M.W., Benitez, J., Bergmann, S., Bochud, M., Boerwinkle, E., Bojesen, S.E., 
Bolla, M.K., Brand, J.S., Brauch, H., Brenner, H., Broer, L., Bruning, T., Buring, J.E., Campbell, H., 
Catamo, E., Chanock, S., Chenevix-Trench, G., Corre, T., Couch, F.J., Cousminer, D.L., Cox, A., 
Crisponi, L., Czene, K., Davey Smith, G., de Geus, E., de Mutsert, R., De Vivo, I., Dennis, J., Devilee, P., 
Dos-Santos-Silva, I., Dunning, A.M., Eriksson, J.G., Fasching, P.A., Fernandez-Rhodes, L., Ferrucci, L., 
 Flesch-Janys, D., Franke, L., Gabrielson, M., Gandin, I., Giles, G.G., Grallert, H., Gudbjartsson, D.F., 
Guenel, P., Hall, P., Hallberg, E., Hamann, U., Harris, T.B., Hartman, C.A., Heiss, G., Hooning, M.J., 
Hopper, J.L., Hu, F., Hunter, D.J., Ikram, M.A., Im, H.K., Jarvelin, M.R., Joshi, P.K., Karasik, D., Kellis, 
M., Kutalik, Z., LaChance, G., Lambrechts, D., Langenberg, C., Launer, L.J., Laven, J.S.E., Lenarduzzi, 
S., Li, J., Lind, P.A., Lindstrom, S., Liu, Y., Luan, J., Magi, R., Mannermaa, A., Mbarek, H., McCarthy, 
M.I., Meisinger, C., Meitinger, T., Menni, C., Metspalu, A., Michailidou, K., Milani, L., Milne, R.L., 
Montgomery, G.W., Mulligan, A.M., Nalls, M.A., Navarro, P., Nevanlinna, H., Nyholt, D.R., Oldehinkel, 
A.J., O'Mara, T.A., Padmanabhan, S., Palotie, A., Pedersen, N., Peters, A., Peto, J., Pharoah, P.D.P., 
Pouta, A., Radice, P., Rahman, I., Ring, S.M., Robino, A., Rosendaal, F.R., Rudan, I., Rueedi, R., 
Ruggiero, D., Sala, C.F., Schmidt, M.K., Scott, R.A., Shah, M., Sorice, R., Southey, M.C., Sovio, U., 
Stampfer, M., Steri, M., Strauch, K., Tanaka, T., Tikkanen, E., Timpson, N.J., Traglia, M., Truong, T., 
Tyrer, J.P., Uitterlinden, A.G., Edwards, D.R.V., Vitart, V., Volker, U., Vollenweider, P., Wang, Q., 
Widen, E., van Dijk, K.W., Willemsen, G., Winqvist, R., Wolffenbuttel, B.H.R., Zhao, J.H., 
Zoledziewska, M., Zygmunt, M., Alizadeh, B.Z., Boomsma, D.I., Ciullo, M., Cucca, F., Esko, T., 
Franceschini, N., Gieger, C., Gudnason, V., Hayward, C., Kraft, P., Lawlor, D.A., Magnusson, P.K.E., 
Martin, N.G., Mook-Kanamori, D.O., Nohr, E.A., Polasek, O., Porteous, D., Price, A.L., Ridker, P.M., 
Snieder, H., Spector, T.D., Stockl, D., Toniolo, D., Ulivi, S., Visser, J.A., Volzke, H., Wareham, N.J., 
Wilson, J.F., LifeLines Cohort, S., InterAct, C., kConFab, A.I., Endometrial Cancer Association, C., 
Ovarian Cancer Association, C., consortium, P., Spurdle, A.B., Thorsteindottir, U., Pollard, K.S., Easton, 
D.F., Tung, J.Y., Chang-Claude, J., Hinds, D., Murray, A., Murabito, J.M., Stefansson, K., Ong, K.K., 
Perry, J.R.B., 2017. Genomic analyses identify hundreds of variants associated with age at menarche and 
support a role for puberty timing in cancer risk. Nature genetics 49, 834-841. 
Demetrio, F.N., Renno, J., Jr., Gianfaldoni, A., Goncalves, M., Halbe, H.W., Filho, A.H., Gorenstein, C., 
2011. Effect of estrogen replacement therapy on symptoms of depression and anxiety in non-depressive 
menopausal women: a randomized double-blind, controlled study. Archives of women's mental health 14, 
479-486. 
Dvornyk, V., Waqar-ul-Haq, 2012. Genetics of age at menarche: a systematic review. Hum Reprod 
Update 18, 198-210. 
Gleason, C.E., Dowling, N.M., Wharton, W., Manson, J.E., Miller, V.M., Atwood, C.S., Brinton, E.A., 
Cedars, M.I., Lobo, R.A., Merriam, G.R., Neal-Perry, G., Santoro, N.F., Taylor, H.S., Black, D.M., 
Budoff, M.J., Hodis, H.N., Naftolin, F., Harman, S.M., Asthana, S., 2015. Effects of Hormone Therapy 
on Cognition and Mood in Recently Postmenopausal Women: Findings from the Randomized, Controlled 
KEEPS-Cognitive and Affective Study. PLoS Med 12, e1001833; discussion e1001833. 
Herva, A., Jokelainen, J., Pouta, A., Veijola, J., Timonen, M., Karvonen, J.T., Joukamaa, M., 2004. Age 
at menarche and depression at the age of 31 years: findings from the Northern Finland 1966 Birth Cohort 
Study. J Psychosom Res 57, 359-362. 
Heys, M., Schooling, C.M., Jiang, C., Cowling, B.J., Lao, X., Zhang, W., Cheng, K.K., Adab, P., Thomas, 
G.N., Lam, T.H., Leung, G.M., 2007. Age of menarche and the metabolic syndrome in China. 
Epidemiology 18, 740-746. 
Jiang, C., Thomas, G.N., Lam, T.H., Schooling, C.M., Zhang, W., Lao, X., Adab, P., Liu, B., Leung, 
G.M., Cheng, K.K., 2006. Cohort profile: The Guangzhou Biobank Cohort Study, a Guangzhou-Hong 
Kong-Birmingham collaboration. Int J Epidemiol 35, 844-852. 
Joinson, C., Heron, J., Araya, R., Lewis, G., 2013. Early menarche and depressive symptoms from 
adolescence to young adulthood in a UK cohort. J Am Acad Child Adolesc Psychiatry 52, 591-598 e592. 
 Kuehner, C., 2017. Why is depression more common among women than among men? Lancet Psychiatry 
4, 146-158. 
Lawlor, D.A., Harbord, R.M., Sterne, J.A.C., Timpson, N., Davey-Smith, G., 2008. Mendelian 
randomization: Using genes as instruments for making causal inferences in epidemiology. Stat Med 27, 
1133-1163. 
Lin, Q.H., Jiang, C.Q., Lam, T.H., Xu, L., Jin, Y.L., Cheng, K.K., 2014. Past occupational dust exposure, 
depressive symptoms and anxiety in retired Chinese factory workers: the Guangzhou Biobank Cohort 
Study. J Occup Health 56, 444-452. 
Lipsitch, M., Tchetgen Tchetgen, E., Cohen, T., 2010. Negative controls: a tool for detecting confounding 
and bias in observational studies. Epidemiology 21, 383-388. 
Must, A., Phillips, S.M., Naumova, E.N., Blum, M., Harris, S., Dawson-Hughes, B., Rand, W.M., 2002. 
Recall of early menstrual history and menarcheal body size: after 30 years, how well do women 
remember? Am J Epidemiol 155, 672-679. 
Onland-Moret, N.C., Peeters, P.H., van Gils, C.H., Clavel-Chapelon, F., Key, T., Tjonneland, A., 
Trichopoulou, A., Kaaks, R., Manjer, J., Panico, S., Palli, D., Tehard, B., Stoikidou, M., Bueno-De-
Mesquita, H.B., Boeing, H., Overvad, K., Lenner, P., Quiros, J.R., Chirlaque, M.D., Miller, A.B., Khaw, 
K.T., Riboli, E., 2005. Age at menarche in relation to adult height: the EPIC study. Am J Epidemiol 162, 
623-632. 
Perry, J.R., Day, F., Elks, C.E., Sulem, P., Thompson, D.J., Ferreira, T., He, C., Chasman, D.I., Esko, T., 
Thorleifsson, G., Albrecht, E., Ang, W.Q., Corre, T., Cousminer, D.L., Feenstra, B., Franceschini, N., 
Ganna, A., Johnson, A.D., Kjellqvist, S., Lunetta, K.L., McMahon, G., Nolte, I.M., Paternoster, L., Porcu, 
E., Smith, A.V., Stolk, L., Teumer, A., Tsernikova, N., Tikkanen, E., Ulivi, S., Wagner, E.K., Amin, N., 
Bierut, L.J., Byrne, E.M., Hottenga, J.J., Koller, D.L., Mangino, M., Pers, T.H., Yerges-Armstrong, L.M., 
Hua Zhao, J., Andrulis, I.L., Anton-Culver, H., Atsma, F., Bandinelli, S., Beckmann, M.W., Benitez, J., 
Blomqvist, C., Bojesen, S.E., Bolla, M.K., Bonanni, B., Brauch, H., Brenner, H., Buring, J.E., Chang-
Claude, J., Chanock, S., Chen, J., Chenevix-Trench, G., Collee, J.M., Couch, F.J., Couper, D., Coviello, 
A.D., Cox, A., Czene, K., D'Adamo A, P., Davey Smith, G., De Vivo, I., Demerath, E.W., Dennis, J., 
Devilee, P., Dieffenbach, A.K., Dunning, A.M., Eiriksdottir, G., Eriksson, J.G., Fasching, P.A., Ferrucci, 
L., Flesch-Janys, D., Flyger, H., Foroud, T., Franke, L., Garcia, M.E., Garcia-Closas, M., Geller, F., de 
Geus, E.E., Giles, G.G., Gudbjartsson, D.F., Gudnason, V., Guenel, P., Guo, S., Hall, P., Hamann, U., 
Haring, R., Hartman, C.A., Heath, A.C., Hofman, A., Hooning, M.J., Hopper, J.L., Hu, F.B., Hunter, D.J., 
Karasik, D., Kiel, D.P., Knight, J.A., Kosma, V.M., Kutalik, Z., Lai, S., Lambrechts, D., Lindblom, A., 
Magi, R., Magnusson, P.K., Mannermaa, A., Martin, N.G., Masson, G., McArdle, P.F., McArdle, W.L., 
Melbye, M., Michailidou, K., Mihailov, E., Milani, L., Milne, R.L., Nevanlinna, H., Neven, P., Nohr, 
E.A., Oldehinkel, A.J., Oostra, B.A., Palotie, A., Peacock, M., Pedersen, N.L., Peterlongo, P., Peto, J., 
Pharoah, P.D., Postma, D.S., Pouta, A., Pylkas, K., Radice, P., Ring, S., Rivadeneira, F., Robino, A., 
Rose, L.M., Rudolph, A., Salomaa, V., Sanna, S., Schlessinger, D., Schmidt, M.K., Southey, M.C., Sovio, 
U., Stampfer, M.J., Stockl, D., Storniolo, A.M., Timpson, N.J., Tyrer, J., Visser, J.A., Vollenweider, P., 
Volzke, H., Waeber, G., Waldenberger, M., Wallaschofski, H., Wang, Q., Willemsen, G., Winqvist, R., 
Wolffenbuttel, B.H., Wright, M.J., Australian Ovarian Cancer, S., Network, G., kConFab, LifeLines 
Cohort, S., InterAct, C., Early Growth Genetics, C., Boomsma, D.I., Econs, M.J., Khaw, K.T., Loos, R.J., 
McCarthy, M.I., Montgomery, G.W., Rice, J.P., Streeten, E.A., Thorsteinsdottir, U., van Duijn, C.M., 
Alizadeh, B.Z., Bergmann, S., Boerwinkle, E., Boyd, H.A., Crisponi, L., Gasparini, P., Gieger, C., Harris, 
T.B., Ingelsson, E., Jarvelin, M.R., Kraft, P., Lawlor, D., Metspalu, A., Pennell, C.E., Ridker, P.M., 
Snieder, H., Sorensen, T.I., Spector, T.D., Strachan, D.P., Uitterlinden, A.G., Wareham, N.J., Widen, E., 
 Zygmunt, M., Murray, A., Easton, D.F., Stefansson, K., Murabito, J.M., Ong, K.K., 2014. Parent-of-
origin-specific allelic associations among 106 genomic loci for age at menarche. Nature 514, 92-97. 
Piccinelli, M., Wilkinson, G., 2000. Gender differences in depression. Critical review. Br J Psychiatry 
177, 486-492. 
Riecher-Rossler, A., 2017. Sex and gender differences in mental disorders. Lancet Psychiatry 4, 8-9. 
Rossouw, J.E., Anderson, G.L., Prentice, R.L., LaCroix, A.Z., Kooperberg, C., Stefanick, M.L., Jackson, 
R.D., Beresford, S.A., Howard, B.V., Johnson, K.C., Kotchen, J.M., Ockene, J., Writing Group for the 
Women's Health Initiative, I., 2002. Risks and benefits of estrogen plus progestin in healthy 
postmenopausal women: principal results From the Women's Health Initiative randomized controlled trial. 
JAMA 288, 321-333. 
Schonlau, M., 2005. Boosted regression (boosting): An intoductory tutorial and a Stata plugin. The Stata 
Journal 5, 330-354. 
Sequeira, M.E., Lewis, S.J., Bonilla, C., Smith, G.D., Joinson, C., 2017. Association of timing of 
menarche with depressive symptoms and depression in adolescence: Mendelian randomisation study. Br J 
Psychiatry 210, 39-46. 
Villamor, E., Jansen, E.C., 2016. Nutritional Determinants of the Timing of Puberty. Annual review of 
public health 37, 33-46. 
Wang, H., Lin, S.L., Leung, G.M., Schooling, C.M., 2016. Age at Onset of Puberty and Adolescent 
Depression: "Children of 1997" Birth Cohort. Pediatrics 137. 
Zhao, J., Jiang, C., Lam, T.H., Liu, B., Cheng, K.K., Xu, L., Au Yeung, S.L., Zhang, W., Leung, G.M., 
Schooling, C.M., 2014. Genetically predicted testosterone and cardiovascular risk factors in men: a 
Mendelian randomization analysis in the Guangzhou Biobank Cohort Study. Int J Epidemiol 43, 140-148. 
 
Table 1: Association of age at menarche (years) with Geriatric Depression Scale (GDS) score in 
12,233 Southern Chinese older women in the Guangzhou Biobank Cohort Study using 
Mendelian randomization and multivariable regression analysis 
 
Mendelian randomization a,bMultivariable linear regression  
 
All SNPs  
(F-statistics: 19.9) 
Excluding rs2090409 and 
rs4452860  
(F-statistics: 16.9) Model 1 Model 2 
  n β 95% CI n β 95% CI n β 95% CI n β 
95% 
CI 
GDS 
12,23
3 
-
0.4
3 
-0.93 to 
0.06 
12,36
2 
-
0.43 
-0.96 to 0.09 
12,64
3 
0.02
3 
0.004 to 
0.04 
12,48
4 
0.01
7 
-
0.00
2 to 
0.04 
 
            
Height 
(cm) 
12,27
9 
1.3
6 
0.038 to 
2.69 
12,41
0 
1.39 -0.03 to 2.82 
12,69
2 
0.13 
0.08 to 
0.17 
12,53
3 
0.19 
0.14 
to 
0.24 
 a
Model 1 adjusted for education and recruitment phase; Model 2 additionally adjusted for age, smoking, 
alcohol use, physical activity, and job type 
 
Highlights 
- Mendelian randomization (MR) study is more resistant to confounding. 
- This MR study showed menarche unrelated to depressive symptoms. 
- Larger MR studies would be necessary to verify our findings. 
 
 
